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THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
, APPLICANT* WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
f NOTICE TO COMPLY 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308-4212. 

FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703-308-4216. 
PATENTIN 2.1 e-mail help: patin21help@,uspto.gov or phone 703-306-4119 (R. Wax) 
PATENTED 3.0 e-mail help: patin30help@uspto.gov or phone 703-306-4119 (R. Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 3.0 PROGRAM . ACCESSIBLE THROUGH THE U. S. PATENT AND 



^^TR^EKMRltOFFiCE WEBSITE; SEE BELOW: 



Checker Version 3.0 

; The Checker Version 3.0 application is a state-of the-art Windows based software program 
^g^^fe^^SSJ^^i n ^ a ^^^P^v^S 1 ^ A 11 ^^^^ 0 ^ user-interface to check whether a sequence listing is in 
NPSSS^ Version 3.0 works for sequence listings 

$||||ge^^ CFR §§1.821 - 1.825 effective October 1, 1990 (old 

^ revised version (new rules) effective July 1, 1998 as well as World Intellectual 

ST.25. X ?.;, c>iv ■ ■■■ y,. ' • v - .v--?/" v 

^^^S/Mi^:Ci repl^esiy previous DOS-based version of Checker, and is Y2K- ^ ~^ " 
.P 5-;^^compliant; Checker allows public users to check sequence listings in Computer Readable form 
m (CRF) bbfore submitting them to the United States Patent and Trademark Office (USPTOV 

h^ the sequence listing is expected to result in fewer errored sequence 

pistffip^imus; saving time-aiid money. 

^ ^ " Checker Version 3.0 can be down loaded from the USPTO website at the following address: 
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Does Not Comply 
Corrected Diskette Needed 



8 

fsbi 10 

bt\ io 



10 

11 

13 
15 
17 
18 
19 
20 
22 
24 
25 
27 
28 
30 
31 
32 
33 

3 5 
37 
38 
40 
41 

4 3 
4 4 
4 5 
46 
48 
49 
50 
51 
54 
55 
56 
57 
60 
61 
62 
6 3 
66 
67 
68 



11 - 345044 



<110> APPLICANT: Yamaguchi, Shotaro 

<120> TITLE OF INVENTION: NOVEL PRO T E 1 N - D E A M I D A T I N G ENZYME, MICROORGANISM PRODUCING THE SAME , GENE 

ENCODING THE SAME , PRODUCTION PROCESS THEREFOR. AND USE THEREOF 
<130> FILE REFERENCE: A20-128923C 

<140> CURRENT APPLICATION NUMBER: US/09/727,76 9 
<141> CURRENT FILING DATE: 2000-12-04 

<150> PRIOR APPLICATION NUMBER: JP H P. i . 
<151> PRIOR FILING DATE: 1999-12-03 
<160> NUMBER OF SEQ ID HOS : 11 
<170> SOFTWARE: Patentln version 3.0 
<210> SEO ID NO: 1 
<211> LENGTH: 20 
<212> TYPE: PRT 

Cryseobacterium sp 
1 

He 
5 



Mo. 9670 



Pro Asp Val Ala Thr Leu Asn Ser Leu Phe Asn 
10 15 



Cryseobacterium sp. No. 9 670 



<213> ORGANISM: 
<400> SEQUENCE : 
Leu Ala Ser Val 
1 

Gin He Lys Asn 
20 

<210> SEQ ID NO: 
<211> LENGTH: 20 
<212> TYPE: PRT 
<213> ORGANISM: 
<4 0()> SEQUENCE: 2 

Ser Pro Ser Asn Ser Tyr Leu Tyr Asp Asn Asn Leu He Asn Thr Asn 
I 5 10 15 

Cys Val Leu Thr 
20 

<210> SEQ ID NO: 3 
<211> LENGTH: 20 
<212> TYPE: DNA 
< 2 1 3 > ORGANISM: (Ar t: 1 f i C 1 a 1/U: 
<220> FEATURE 

<221> NAME/KEY: modif ied_base 
<222> LOCATION: (3).. (3) 
<22 3> OTHER INFORMATION: i. 
<220> FEATURE: 

<221> NAME/KEY: mod if iec"J_ba se 
<222> LOCATION: (6).. (6) 
<223> OTHER INFORMATION: i 
<220> FEATURE: 

<221> NAME/KEY: inodif ied_base 
<2 2 2> LOCATION: (9) . . (9) 
<2 2 3> OTHER INFORMATION: i. 
<220> FEATURE: 

<221> NAME/KEY: mise__£ ea ture 
<222> LOCATION: (15).. (15) 



JlX^Xtyu UnK^OuJn or 



r 
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69 <223> OTHER INFORMATION: n - G, A, T or C 

72 <2 20> FEATURE: 

73 <221> NAME/KEY: mi sc_fea ture 

74 <2 2 2> LOCATION : ( 1 ) . . ( 20 ) 

75 <223> OTHER INFORMATION: Synthetic DMA 



7 8 <4 00> SEQUENCE: p 

^ 9 c^ws-n 1 ^ - 1 . jga, thcc ngaygt 



<2I0> SEO ID WO: 4 
83 <211> LENGTH: 2 0 
84' <212> TYPE: DNA 



r 



20 



35 <213> ORGANISM: (Artificial/Unknown ^/ 
87 <220> FEATURE: 

8 8 <2 21> NAME/KEY: m.i s c_ feat lire 
89 <2 2 2> LOCATION: (3).. (3) ^ 

9 0 <2 2 3> OTHER INFORMATION: u = G , A, T or C 
9 3 <2 2 0> FEATURE: 

94 <221> NAME/KEY: misc_fea ture 

95 <222> LOCATION: (1)..(20) 
9 6 <22 3> OTHER INFORMATION: Synthetic DNA 

99 <220> FEATURE: 

100 <221> NAME/KEY: misc_f eatu re 

101 < 2 2 2 > LOCATION : ( 1 2 ) . . ( 1 2 ) 

102 <223> OTHER INFORMATION: n = G, A , T or C 

105 <4 00> SEQUENCE : 4 

106 aj:nacrcj^r„t__tngtrttdat 2 0 

109 <210*>~"sF.Q ID NO: 5 

110 <211> LENGTH: 555 

111 <2L2> TYPE: DNA 

112 <213> ORGANISM: Cryseobacterium sp . No. 9670 

114 <4 00> SEQUENCE: 5 

115 ttggcgagtg taattcctga tgtagctaca ttaaattctt tattcaatca aataaagaat 6 0 
117 caytcttgcq gtacctctac ggcgtcctca ccatgcatca cattcagata tcctgtagac 120 
119 ggatgttatg caagagccca taagatgaga caaatcttaa tgaacaacgg ctatgactgt 180 
121 gaaaaacaat ttgtatacgg aaacctaaag gcatcaacag gaacttgctg tgtggcgtgg 24 0 
123 agctaccacg ttgcaatatt ggtaagctat aaaaatgctt ccggagtaac ggaaaaaaga 300 
125 attattgatc cttcactatt ttcaagcggt cctgtaacag atacagcatg gagaaacgct 3G0 
127 tgcgttaaca cctcttgcgg atctgcatcc gtttcctctt atgctaatac tgcaggaaat 4 20 
129 gtttattaca gaagtcctag taattcttac ctgtatgaca acaatctgat caataccaac 480 
131 tgtgtactga ctaaattttc actgctttcc ggatgttctc cttcacctgc accggatgta 54 0 
133 tccagctgtg gattt 555 

136 <210> SEQ ID NO: 6 

137 <211> LENGTH: 185 

138 <212> TYPE: PRT 

139 <213> ORGANISM: Cryseobacterium sp . No. 9670 
141 <4 0 0> SEQUENCE: 6 

14 3 Leu Ala Ser Val Tie Pro Asp Val Ala Thr Leu Asn Ser Leu Phe Asn 
144 15 10 15 

14 6 "Gin He Lys Asn Gin Ser Cys Gly Thr Ser Thr Ala Ser Ser Pro Cys 
147 • 20 25 30 
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14 9 


lie 


Thr 


Phe 


Arg 


Tyr 


Pro 


Val 


Asp 


Gly 


Cys 


Tyr 


Ala 


Arg 


Ala 


His 


Lys 


150 






35 










40 










45 








152 


Met 


Arg 


Gin 


lie 


Leu 


Met 


Asn 


Asn 


Gly 


Tyr 


Asp 


Cys 


Glu 


Lys 


Gin 


Phe 


153 




50 










5 5 










60 










155 


Val 


Tyr 


Gly 


Asn 


Leu 


Lys 


Ala 


Ser 


Thr 


Gly 


Thr 


Cys 


Cys 


Val 


Ala 


Trp 


156 


65 










70 










75 










80 


15 8 


Ser 


Tyr 


H i.s 


Val 


Ala 


lie 


Leu 


Val 


Ser 


Tyr 


Lys 


ASM 


Ala 


Ser 


Gly 


Va I 


159 










85 










90 










95 




161 


Thr 


Glu 


Lys 


Arg 


I le 


He 


Asp 


Pro 


Ser 


Leu 


Phe 


Ser 


Ser 


Gly 


Pro 


Val 


162 








100 










105 










110 






164 


Thr 


Asp 


Thr 


Ala 


Trp 


Arg 


Asn 


Ala 


Cys 


Val 


Asn 


Thr 


Ser 


Cys 


Gly 


Ser 


16 5 






115 










120 










125 








167 


Ala 


Ser 


Val 


Ser 


Ser 


Tyr 


Ala 


Asn 


Thr 


Ala 


Gly 


Asn 


Val 


Tyr 


Tyr 


Arg 


16 8 




13 0 










135 










140 










170 


Ser 


Pro 


Ser 


Asn 


Ser 


Tyr 


Leu 


Tyr 


Asp 


Asn 


Asn 


Leu 


He 


Asn 


Thr 


Asn 


171 


14 5 










150 










15 5 










160 


173 


Cys 


Val 


Leu 


Thr 


Lys 


Phe 


Ser 


Leu 


Leu 


Ser 


Gly 


Cys 


Ser 


Pro 


Ser 


Pro 


174 










165 










170 










175 




176 


Al a 


Pro 


Asp 


Val 


Ser 


Ser 


Cys 


Gly 


Phe 

















177 180 185 

179 <210> SEQ 10 NO: 7 
18 0 <211> LENGTH: 1080 
181 <212> TYPE: DNA 

18 2 <213> ORGANISM : Cry seobacterium sp . No. 967 0 

184 <2 20> FEATURE: 

.18 5 <2 21> NAME/KEY: CDS 

186 <222> LOCATION: ( 6 1 ) . . ( 1 02 0 ) 

188 <2 20> FEATURE: 

18 9 <2 21> NAME/KEY: mat_peptide 
190 <222> LOCATION: (466)..{) 

19 2 <4()0> SEQUENCE: 7 

193 agttaaaata aceaaccaac ttaacaaaaa ctcaccatta aactacaaat tacaattatt 60 

195 atg aaa aat ctt ttt tta tea atg atg gec ttt gtg acc gte tta 10 5 

196 Met Lys Asn Leu Phe Leu Ser Met Met Ala Phe Val Thr Val Leu 

197 -135 -130 -125 

199 act ttt aat tec tgt gec gat tec aac ggg aat cag gaa ate aac 150 

200 Thr Phe Asn Ser Cys Ala Asp Ser Asn Gly Asn Gin Glu He Asn 

201 -120 -115 -110 

203 gga aag gaa aaa eta agt gta aat gat Let aag ctg aaa gat ttc gga 198 

204 Gly Lys Glu Lys Leu Ser Val Asn Asp Ser Lys Leu Lys Asp Phe Gly 

205 -105 -.100 -95 -90 

207 aag act gta ccg gta ggg ata gac gaa gaa aac gga atg ata aag gtg 246 

2 08 Lys Thr val Pro Val Gly He Asp Glu Glu Asn Gly Met He Lys Val 

209 -85 -80 -75 

2.11 tea ttt atg tta act gcg caa ttc tat gaa att aag ccg acc aaa gaa 294 

212 Ser Phe Met Leu Thr Ala Gin Phe Tyr Glu He Lys Pro Thr Lys Glu 

213 -70 -65 -60 

215 aat gag cag tat ate gga atg ctt aga cag get gtt aag aat gaa tct 34 2 

216 Asn Glu Gin Tyr He Gly Met Leu Arg Gin Ala Val Lys Asn Glu Ser 
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217 






-55 










-50 










-45 










219 


cct 


gta 


cac 


att 


ttc 


tta 


a a g 


cct 


aat 


age 


aat 


gaa 


ata 


gga 


aaa 


gtg 


390 


2 20 


Pro 


Val 


His 


He 


Phe 


Leu 


Lys 


Pro 


Asn 


Ser 


Asn 


Glu 


He 


Gly 


Lys 


Va 1 




221 




-4 0 










-35 










-30 












223 


gag 


tot 


gca 


agt 


ccg 


gaa 


gac 


gta 


aga 


tat 


ttt 


aaa 


acg 


ate 


ctg 


aca 


438 


22 4 


Glu 


Ser 


Ala 


Ser 


Pro 


Glu 


Asp 


val 


Arg 


Tyr 


Phe 


Lys 


Thr 


He 


Leu 


Thr 




225 


-25 










-20 










-15 










-10 




227 


aaa 


gci a 


9 ta 


aaa 


999 


caa 


acc 


aat 


aaa 


ttg 


9^9 


agt 


gta 


att 


cct 


gat 


4 86 


228 


Lys 


Glu 


Val 


Lys 


Gly 


Gin 


Thr 


Asn 


Lys 


Leu 


Ala 


Ser 


val 


He 


Pro 


Asp 




2 29 










-5 








-1 


]. 








5 


f 






231 


gta 


get 


aca 


tta 


aat 


tct 


tta 


ttc 


aa t 


caa 


ata 


aag 


aat: 


cag 


tct 


tgc 


534 


232 


val 


Ala 


Thr 


Leu 


Asn 


Ser 


Leu 


Phe 


Asn 


Gin 


He 


Lys 


Asn 


Gin 


Ser 


Cys 




2 33 






10 










15 










20 










235 


99 1 


acc 


ter- 


acg 


gcg 


tec 


tea 


cea 


tgc 


ate 


aca 


ttc 


aga 


tat 


cct 


gta 


582 


236 


Gly 


TJir 


ser 


Thr 


Ala 


Ser 


Ser 


Pro 


Cys 


He 


Thr 


Phe 


Arg 


Tyr 


Pro 


Val 




237 




25 










30 










35 












23 9 


<JclC 


gga 


tgt 


tat 


gca 


aga 


9 cc 


cat 


aag 


a tg 


aga 


caa 


ate 


tta 


atg 


aac 


6 30 


240 


Asp 


Gly 


Cys 


Tyr 


Ala 


Arg 


Ala 


His 


Lys 


Met 


Arg 


Gin 


lie 


Leu 


Met 


Asn 




241 


40 










4 5 










5()" 










55 




243 


aac 


ggc 


tat 


gac 


tgt 


gaa 


aaa 


caa 


ttt 


g ta 


tac 


gga 


aac 


eta 


aag 


gca 


678 


244 


Asn 


Gly 


Tyr 


Asp 


Cys 


Glu 


Lys 


Gin 


Phe 


Val 


Tyr 


Gly 


Asn 


Leu 


Lys 


Ala 




245 










60 










65 










70 






24 7 


tea 


a ca 


gga 


act 


tge 


tgt 


gtg 


gcg 


tgg 


age 


tac 


cac 


gtt 


gca 


ata 


ttg 


726 


24 8 


Ser 


Thr 


Gly 


Thr 


Cys 


Cys 


Val 


Ala 


Trp 


Ser 


Tyr 


His 


val 


Aia 


He 


Leu 




2 -1 9 








75 










80 










85 








251 


gta 


age 


ta t 


aaa 


aat 


get 


tec 


gga 


g ta 


acg 


gaa 


aaa 


aga 


att 


att; 


gat 


774 


2 52 


Va 1 


Ser 


Tyr 


Lys 


Asn 


Ala 


Ser 


Gly 


Val 


Thr 


Glu 


Lys 


Arg 


Tie 


He 


Asp 




253 






9 0 










95 










100 










255 


cct 


tea 


eta 


ttt 


tea 


age 


ggt 


cct 


gta " 


aca 


gat 


aca 


gca 


tgg 


aga 


aac 


822 


256 


Pro 


Ser 


Leu 


Phe 


Ser 


Ser 


Gly 


Pro 


Val 


Thr 


Asp 


Thr 


Ala 


Trp 


Arg 


Asn 




257 




.105 










110 










115 












259 


get 


tgc 


gtt 


aac 


ace 


tct 


tgc 


99^ 


tct 


9 l - ^ 


tec 


gtt 


tec 


tct 


tat 


get 


870 


260 


Ala 


Cys 


val 


Asn 


Thr 


Ser 


cys 


Gly 


Ser 


Ala 


Ser 


Val 


Ser 


Ser 


Tyr 


Ala 




261 


12 0 










125 










13 0 










135 




263 


a a t; 


act 


gea 


( jga 


aat 


gtt: 


tat 


tae 


aga 


agt 


cct 


agt 


aat: 


Let 


tac 


ctg 


918 


264 


Asn 


Thr 


Ala 


Gly 


Asn 


Val 


Tyr 


Tyr 


Arg 


Ser 


Pro 


Ser 


Asn 


ser 


Tyr 


Leu 




265 










14 0 










14 5 










150 






267 


tat 


gac 


aac 


aat 


ctg 


ate 


aat 


acc 


aac 


tgt 


gta 


ctg 


act 


aaa 


ttt 


tea 


966 


268 


Tyr 


Asp 


Asn 


Asn 


Leu 


lie 


Asn 


Thr 


Asn 


Cys 


Val 


Leu 


Thr 


Lys 


Phe 


Ser 




269 








A 5 5 










160 










16 5 








271 


etg 


ctt 


tec 


gga 


tgt 


tct; 


cct 


tea 


cct 


gea 


ccg 


gat 


gta 


tee 


age 


tg t 


1014 


272 


Leu 


Leu 


Ser 


Gly 


Cys 


Ser; 


Pro 


Ser 


Pro 


Ala 


Pro 


Asp 


Va 1 


Ser 


Ser 


cys 




2 73 






170 










175 










180 










275 


gga 


ttt; 


taattaattg ataattttac ageaectget catttacaga 


atcagcaggt 


107 0 


276 


Gly 


Phe 
































277 




185 
































279 


gctgttatat 




























1080 


282 


<210> SEQ ID NO: 


8 


























283 


<211> LKNGTH 


1 : 320 



























1 
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284 


<212> TYPE: 


PRT 


























285 


<213> ORGANISM: 


Cryseobacterium 


sp. 


No . 


9670 










287 


<4 00> SEQUENCE: 


8 
























289 


Met 


Lys Asn Leu Phe Leu Ser Met Met Ala Phe Val Thr Val Leu 


290 


- 1 3 5 








-130 










125 










293 


Thr 


Phe Asn Ser Cys Ala Asp Ser Asn Gly Asn Gin Glu lie Asn 


2 94 


-12 0 








-115 










no 










297 


Gly 


Lys Glu Lys Leu Se.i 


r Val Asn Asp S* 


?.r L; 


ys Leu Lys Asp Phe Gly 


298 


-105 








-100 










95 








-90 


301 


Lys 


Thr 


Val 


Pro 


val 


Gly 


He 


Asp 


Glu 


Glu 


Asn 


Gly 


Met 


He 


Lys 


Val 


302 










-85 










-so 










-75 




305 


Ser 


Phe 


Met 


Leu 


Thr 


Ala 


Gin 


Phe 


Ty r 


Glu 


He 


Lys 


Pro 


Thr 


Lys 


Glu 


306 








-70 










-65 










-60 






3 09 


Asn 


Glu 


G 1 n 


Tyr 


lie 


Gly 


Met 


Leu 


Arq 


Gin 


Ala 


Va .1 


Lys 


Asn 


Glu 


Ser 


310 






- 55 










- 50 










-45 








3 1 3 


Pro 


Veil 


His 


1 1 e 


Phe 


Leu 


Lys 


Pro 


Asn 


Ser 


Asn 


Glu 


lie 


Gly 


Lys 


Val 


314 




-40 










-35 










-30 










317 


Glu 


Ser 


Ala 


Ser 


Pro 


Glu 


Asp 


Val 


Arq 


Tyr 


Phe 


Lvs 


Thr 


lie 


Leu 


Thr 


318 


-25 










-20 










-15 










-10 


3 21 


Lys 


Glu 


Val 


Lv s 


Gly 


Gin 


Thr 


Asn 


Lys 


Leu 


Ala 


Ser 


Val 


He 


Pro 


Asp 


3 22 










- 5 










1 








5 






3 25 


Val 


Ala 


Thr 


Leu 


Asn 


Ser 


Leu 


Phe 


A.sn 


Gin 


He 


Lys 


A.s n 


Gin 


Ser: 


Cys 


326 






10 










15 










20 








3 29 


Gly 


Thr 


Ser 


Thr 


Ala 


Ser 


Ser 


Pro 


Cys 


He 


Thr 


Phe 


Arg 


Tyr 


Pro 


Val 


330 




2 5 










3 0 




















33 3 


ASp 


Gly 


Cys 


Tyr 


Ala 


Arg 


Ala 


His 


Lys 


Met 


Arg 


Gin 


He 


Leu 


Me t 


Asn 


3 34 


4 0 










4 5 










50 










5 5 


33 7 


Asn 


Gly 


Tyr 


Asp 


Cys 


Glu 


Lys 


Gin 


Phe 


Val 


Tyr 


Gly 


Asn 


Leu 


Lys 


Ala 


3 38 










6 0 










6 5 










7 0 




3 41 


Ser 


Thr 


Gly 


Thr 


Cys 


Cys 


Val 


Ala 


Trp 


Ser 


Tyr 


His 


val 


Ala 


He 


Leu 


342 








75 










80 










85 






3 45 


Va 1 


Ser 


Tyr 


Lys 


Asn 


Ala 


Ser 


Gly 


Val 


Thr 


Glu 


Lys 


Arg 


He 


He 


Asp 


34 6 






90 










95 










10 0 








34 9 


Pro 


Ser 


Leu 


Phe 


Ser 


Ser 


Gly 


Pro 


Val 


Thr 


Asp 


Thr 


Ala 


Trp 


Arg 


Asn 


350 




.105 










110 










115 










353 


Ala 


Cys 


Va], 


Asn 


Thr 


Ser 


Cys 


G.ly 


Ser 


Ala 


Ser 


Va .1 


Ser 


Ser 


Tyr 


Ala 


354 


120 










125 










130 










13 5 


357 


Asn 


Thr 


Ala 


Gly 
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12/18/00 



VERIFICATION SUMMARY 

PATENT APPLICATION : US/09/727,769 



DAT hi : :i 2/18/2000 
TIME: 14:07:59 



Input; Set : A:\ES.txt 

Output Set: N:\CRF3\12182000\I727769.raw 

L:10 M:270 C: Current Application Number differs, Re placet j Current Application 
L:10 M:271 C: Current Filing Date differs, Replaced Current Filing Date 
L : 7 9 M : 3 41 W : (46) " n ,T or "Xaa " used , for SEQ I D ff : 3 
L:106 M:341 W: (46) "n n or "Xaa" used, for SEQ IDs; 4 
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